RAW SEQUENCE LISTING 
ERROR REPORT 



^TECHNOLOGY 
MS 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable " 
form: 



Application Serial Number: O^/fZ^ ^klk /\ 

Source: JiJkoO 
Date Processed by STIC: 1/^/20 92 



i 



13 

CO ) 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. — > 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER; ^ ~* 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE ^ 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, 703-308-4212. 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http:/Awm.»spto.g6vAveb/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that th :c : L 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for th> 

United States Patent and Trademark Off ice, and instead should be sent via the following to the indicated addresses 

1 EFS-Bio (<http://www.usp to,goy/^^ . EFS Submission 

User Manual - ePAVE) 

2. U.S. Postal Service: Comrnissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception. Area, 7 th Floor, Examiner Name 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22^02 

° r : ■ 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, L,pbby, Room' 1B03, Crystal Plaza Two 
2011 South Clark Place, Arlington,-. YA 22202 - . • * ' 

4. Federal Express, United Parcel Services or dther delivery service to: U.S. Patent and Trademark Office 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 ' 

Revised 04/24/2003 . * _ ~ 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/939, 226A 



DATE: 07/09/2003 
TIME: 15:53:54 



Input Set : A:\sequencelisting.txt 
Output Set: N:\CRF4\07092003\I939226A.raw 



3 
4 
5 

. 6 
' 7 

" 9 
10 



<110> APPLICANT: Euroscreen S.A. 
SAMSON, Michel 
PARMENTIER, Marc 

. ; . VASSART V Gilbert . .. , . ..... . iyu\ .*./. 

. LIBroT/^Fr^derick". ' r ; K "\ " ; ; r v.- 

< 1 2 0 > T I TLE . Of INVE &T i ON : ( Me t hod s ! f or . identifying' Compounds which : Bind • the P 
Chemokine Receptor * 
12 <130> FILE REFERENCE : 9409/2023C 

14 <140> CURRENT APPLICATION NUMBER: 09/939, 226A 

15 <141> CURRENT FILING DATE: 2001-08-24 

17 <150> PRIOR APPLICATION NUMBER: US 08/833,752 

18 <151> PRIOR FILING DATE: 1997-04-09 
PRIOR APPLICATION NUMBER: US 09/626,939 
PRIOR FILING DATE: 2000-07-27 
PRIOR APPLICATION NUMBER: US 08/810,028 
PRIOR FILING DATE: 1997-03-04 



;ive CCR5- 



.4? 



SI 



Does Hot Comply 
Corrected Diskette Needec? 



20 <150> 

21 <151> 

23 <150> 

24 <151> 

26 <160> NUMBER OF' SEQ ID NOS : 18 
28 <170> SOFTWARE: Patentln version 3.2 

30 <210> SEQ ID"NO:-*l 

31 <211> LENGTH: 792 

32 <212> TYPE: DNA 

33 <213> ORGANISM: Homo sapiens 

35 <400> SEQUENCE: 1 

36 gaattccccc aacagagcca agctctccat ctagtggaca gggaagctag cagcaaacct 
38 tcccttcact acaaaacttc attgcttggc caaaaagaga gttaattcaa tgtagacatc 
40 tatgtaggca attaaaaacc tattgatgta taaaacagtt tgcattcatg gagggcaact 
4 2 aaatacattc taggacttta taaaagatca ctttttattt atgcacaggg tggaacaaga 
44 tggattatca agtgtcaagt ccaatctatg acatcaatta ttatacatcg gagccctgcc 
4 6 aaaaaatcaa tgtgaagcaa atcgcagccc gcctcctgcc tccgctetac tcactggtgt 
48 tcatctttgg ttttgtgggc aacatgctgg tcatcctcat cctgataaac tgcaaaaggc 
50 tgaagagcat gactgacatc tacctgctca acctggccat ctctgacctg tttttccttc 
52 ttactgtccc cttctgggct cactatgctg ccgcccagtg ggactttgga aatacaatgt 
54 gtcaactctt gacagggctc tattttatag gcttcttctc tggaatcttc ttcatcatcc 
56 tcctgacaat cgataggtac ctggctgtcg tccatgctgt gtttgcttta aaagccagga 
58 cggtcacctt tggggtggtg acaagtgtga tcacttgggt ggtggctgtg tttgcgtctc 
60 tcccaggaat catctttacc agatctcaaa aagaaggtct tcattacacc tgcagctctc 
62 attttccata ca 

65 <210> SEQ ID NO: 2 

66 <211> LENGTH: 1477 

67 <212> TYPE: DNA 

68 <213> ORGANISM: Homo sapiens 

71 <220> FEATURE: 

72 <221> NAME/KEY: misc_feature 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
792 
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RAW SEQUENCE LISTING DATE : 07/09/2003 

PATENT APPLICATION : US/09/939, 22 6A TIME : 15:53:54 

Input Set : A:\sequencelistijig.txt CD 
Output Set: N:\CRF4\07092003\I939226A.raw C 



73 <222> LOCATION: < 1377 )..( 1377 ) 

74 <223> OTHER INFORMATION: Any nucleotide 

76 <220> FEATURE: 

77 <221> NAME/KEY: misc_feature 

78 <222> LOCATION: ( 1384 )..( 1385 ) 

7 9 <223> OTHER INFORMATION: Any nucleotide 
81 <400> SEQUENCE: 2 



180 
240 
300 
360 . 
: -420" 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 

-"-^ — " — --uv.uyLyy yuuLyLydca cggacrcaag tgggctgqtq 1320 

1380 

-i 7n ^4.^^::^ . ... ~ — * w ^ uuyay yy ^uidydt "CCatccattt 1440 

130 atttggcatc tgtttaaagt agattagatc cgaattc 

133 <210> SEQ ID NO: 3 1477 

134 <211> LENGTH: 1442 

135 <212> TYPE: DNA 

136 <213> ORGANISM: Homo sapiens 
138 <400> SEQUENCE: 3 



lit tTnnlt^ t aaCagagcca «9<*ctccat ctagtggaca gggaagctag cagcaaacct 
143 a ^ aaaaCttC *ttgcttggc caaaaagaga gttaattcaa tgtagacatc 

143 tatgtaggca attaaaaacc tattgatgta taaaacagtt tgcattcatg gagggcaact 
145 aaatacattc taggacttta taaaagatca ctttttattt atgcacaggg ?ggaacaaga 
147 tggattatca agtgtcaagt ccaatctatg acatcaatta ttatacatcg gagccctg^c 
149 aaaaaatcaa tgtgaagcaa atcgcagccc gcctcctgcc tccgctctac Lactgg^gt 
151 tcatctttgg ttttgtgggc aacatgctgg tcatcctcat cctgataaac tgcaaalggc 
153 tgaagagcat gactgacatc tacctgctca acctggccat ctctgacctg tttttccttc 
157 ttallTS CttCt9ggCt "ctatgctg ccgcccagtg ggacJttgg! aScaa^ 
ill Innt I *acagggctc tattttatag gcttcttctc tggaatcttc ttcatcatcc 

111 TaallTll ^gataggtac ctggctgtcg tccatgctgt gtttgcttta aaagccagga 
161 cggtcacctt tggggtggtg acaagtgtga tcacttgggt ggtggctgtg tttJcgtSc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 



CO 

? 1 



CO 



84 aacagagcca agctctccat ctagtggaca gggaagctag cagcaaacct 60 CO 

86 tltallZS a " aaacttc a "gcttggc caaaaagaga gttaattcaa tgLgacatc 120 
86 tatgtaggca attaaaaacc tattgatgta taaaacagtt tgcatrcatg gagggcaact 
90 laT^T C t3 ^ aCttta ^aaagatca ctttttattt ajgcacaggj Jggaacaag^ 
90 tggattatca agtgtcaagt ccaatctatg acatcaatta ttatacatcg gagccctgcc 
92 aaaaaatcaa tgtgaagcaa atcgcagccc gcctcctgcc tccgctctac tcactggtgt 
94 tcatctttgg ttttgtgggc aacatgctgg tcatcctcat cctgataaac tgcaaaaggc 
.S^ 1 gactgacatc tacctgctca acctggccat ctctgacctg, tttttcctL 
inn «^!f ^ ^° " 9Ct cactat 9 ct 9 ccgcccagtg ggactt.tgga aatacaatgt 
in? Sn* 8 ^ 9 aca 399ctc tattttatag gcttcttctc tggaatcttc ttcatcatcc 
HI l n ll q Vt cgataggtac ctggctgtcg tccatgctgt gtttgcttta aaagccagga 
104 cggtcacctt tggggtggtg acaagtgtga tcacttgggt ggtggctgtg tttgcqtctc 
HI ItT^T CatCtttaCC -^tctcaaa aagaagg?ct SaSacL? tgcagSc^c 
HI llllltZ I Ca9t f caattct ^ a ^atttcca gacattaaag atagLatct 

HI Hill Ct99t ^ ct 9 cc ?ctg cttgtcatgg tcatctgcta ctcgggaatc ctaaaaactc 
11* lltH^l 9 * C ? aaat S a 9 aagaagaggc acagggctgt gaggcttatc ttcaccatca 
HI xZ^llll ttttctcttc tgggctccct acaacattgt ccttctcctg aacaccttcc 
116 aggaattctt tggcctgaat aattgcagta gctctaacag gttggaccaa gctatgcagg 
118 tgacagagac tcttgggatg acgcactgct gcatcaaccc catcatctat g'cctttgtcq 
120 gggagaagtt cagaaactac ctcttagtct tcttccaaaa gcacattgcc aaacgcttct 
122 gcaaatgctg ttctattttc cagcaagagg ctcccgagcg agcaagctca gtttacaccc 
124 gatccactgg ggagcaggaa atatctgtgg gcttgtgaca cggactcaag tgggctggtg 
126 acccagtcag agttgtgcac atggcttagt tttcatacac agcctgggct gggggtZgg? 

HI Itlrlln 9 ? f ^" taaa a ^ aa 9ttac tgttatagag ggtctaagat tca?cca?S 
130 atttggcatc tatttaaacrt- anflt-farrafn 
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209 Met Leu Val lie Leu He Leu He Asn Cys Lys Arg Leu- Lys Ser Met 

210 50 55 60 

213 Thr Asp He Tyr Leu Leu Asn Leu Ala He Ser Asp Leu Phe Phe Leu 
zZ4 65 70 ■ -- 



75 80' 
Leu Thr Val Pro Phe Trp Ala His Tyr Ala Ala Ala Glu Trp Asp Phe 
85 90 95 

221 Gly Asn Thr Met Cys Gin Leu Leu Thr Gly Leu Tyr Phe He Gly Phe 

222 100 105 110 
225 Phe Ser Gly He Phe Phe He He Leu Leu Thr He Asp Arg Tyr Leu 



110 

120 1:25 
Arg 
140 



226 115 

229 Ala val Val His Ala val Phe 111 Leu Lys Ala Arg Tto Val Thr Phe 



Gly val Val Thr Ser Val He Thr Trp val Val Ala Val Phe Ala Ser 
145 1qn 155 160 



230 130 135 

233 

234 145 150 

237 Leu Pro Gly He He Phe Thr Arg Ser Gin Lys Glu Gly Leu His Tyr 
38 i65 170 175 

241 Thr Cys Ser Ser His Phe Pro Tyr 

242 iso 

245 <210> SEQ ID NO : 5 

246 <211> LENGTH: 3 52 

247 <212> TYPE: PRT 

248 <213> ORGANISM: Homo sapiens 
250 <400> SEQOENCE: 5 

252 Met Asp Tyr Gin Val Ser Ser Pro lie Tyr Asp He Asn Tyr Tyr Thr 
1 5 10 15 



RAW SEQOENCE LISTING DATE- 07/09/2003 

PATENT APPLICATION: OS/09/939, 226A TIME: 15:53:54 

Input Set : A:\sequencelisting.txt 
Output Set: N:\CBF4\07092003\I939226A.raw 

ill ° a ^ tttacc ^tctcaaa aagaaggtct tcattacacc tgcagctctc 780 

167 tllllttlT, ^ attaa !*at agtcatcttg gggctggtcc tgccgctgct tgtcatggtc 840 

167 atctgctact cgggaatcct aaaaactctg cttcggtgtc gaaatgagaa gaagaggcac 900 

169 agggctgtga ggcttatctt caccatcatg attgtttatt ttctcttctg ggSccctac 960 

171 aacattgtcc ttctcctgaa caccttccag gaattctttg gcctgaataa ??gcagSgc lo" 

173 tctaacaggt tggaccaagc tatgcaggtg acagagactc ttgggatgac gcactgctgc 1080 

175 atcaacccca tcatctatgc ctttgtcggg gagaagttca gaaactacct cttag?ct?c 1140 

177 ttccaaaagc acattgccaa acgcttctgc aaatgctgtt ctattttcca gcaagaggc? ^oS 

181 tt^ 935 Caa l CtCa ^ ttacacccga tccactgggg agcaggaaat atctgt^ggc 1260 

181 ttgtgacacg gactcaagtg ggctggtgac ccagtcagag ttgtgcacat ggcttag??t 1320 

183 tcatacacag cctgggctgg gggtggttgg gaggtctttt ttaaaaggaa gitactgtta 1380 
185 tagagggtct aagattcatc catttatttg gcatctgttt aaagtagatt agatccgaaJ 

■ 190 <210> SEQ ID ! NO: 4 . . . ' " " ' . 1442 

191 <211>' LENGTH : 184 ■ 

192 <212> TYPE: PRT ! . 

193 <213> ORGANISM: Homo sapiens 

195 <400> SEQUENCE: 4 ' 

197 Met Asp Tyr Gin Val Ser Ser Pro He Tyr Asp He Asn Tyr Tyr Thr 

198 1 5 10 15 

201 ser Glu Pro Cys Gin Lys He Asn Val Lys Gin He Ala Ala Arg Leu 
tut 20 25 30 

205 Leu Pro Pro Leu Tyr Ser Leu Val Phe He Phe Gly Phe Val Gly Asn 

206 " 40 45 ' 
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HAW SEQDENCE LISTING DATF- n7/ft0 sonn* 

PATENT APPLICATION : US/09/939, 226A li.li sl 

Input Set : A:\sequencelistlng.txt 
Output Set: N:\CRF4\07092003\I939226A.raw 

256 Ser Glu Pro Cys Gin Lys He Asn Val Lys Gin He Ala Ala Arg Leu 

260 Leu Pro Pro Leu Tyr Ser Leu Val Phe lie Phe Gly Phe Val Gly Asn 

" 40 45 

264 Met Leu Val He Leu He Leu He Asn Cys Lys Arg Leu Lys Ser Met 

55 60 
268 Thr Asp He Tyr Leu Leu Asn Leu Ala He Ser Asp Leu Phe Phe Leu 

272 Leu Thr Val Pro Phe Tr P Ala His Tyr Ala Ila Ala Gin Trp Asp IL 

85 90 ge 

276 Gly Asn Thr Met Cys Gin Leu Leu Thr Gly Leu Tyr Phe lie Gly Phe 
" 100 105 HO 

. 280 Phe Ser Gly lie Phe Phe lie lie Leu Leu Thr He Asp Arg Tyr Leu- 

284 Ala Val val His Ala Val Phe Ala Leu LysAla Arg J"" val Thr' Phe 

288 Gly val' Val Thr Ser Val He Thr Trp val Val Ala Val Phe Ala Ser 

155 i f\C\' 

292 Leu Pro Gly He He Phe Thr Arg Ser Gin Lys Glu Gly Leu His Tyr 

* 165 170 175 

296 Thr Cys Ser Sex His Phe Pro Tyr Ser Gin Tyr Gin Phe Trp Lys Ash • 

180 185 ion 

300 Phe Gin Thr Leu Lys He Val lie Leu Gly Leu Val Leu Pro Leu Leu 

195 200 205 

• III val "10 val Ile cys Tyr HI Gly Ile Leu Lys Thr Leu *»r Ar * 

'III 2II ^ 23? ^ 116 Phe ;Thr : 

312 Met He Val Tyr Phe Leu Phe Trp Ala Pro Jyr Asn He Val Leu III ■ 

245 250 255 

316 Leu Asn Thr Phe Gin Glu Phe Phe Gly Leu Asn Asn Cys Ser Ser Sfer 

tt« 260 265 270 

320 Asn Arg Leu Asp Gin Ala Met Gin Val Thr Glu Thr Leu Gly Met Thr 

275 280 285 

324 His Cys Cys He Asn Pro He lie Tyr Ala Phe Val Gly Glu Lys Phe 

290 295 300 

328 Arg Asn Tyr Leu Leu Val Phe Phe Gin Lys His He Ala Lys Arg Phe 

310 315 
332 Cys Lys Cys Cys Ser lie Phe Gin Gin Glu Ala Pro Glu Arg Ala Ser 

325 330 . 

336 Ser Val Tyr Thr Arg Ser Thr Gly Glu Glo Glu lie Ser val Gly Leu * 

340 <210> SEQ ID NO: 6 45 350 

341 <211> LENGTH; 215 
34 2 <212> TYPE: PRT 

34 3 <213> ORGANISM: Homo sapiens 
34 5 <400> SEQUENCE: 6 

347 jet Asp Tyr Gin Val Ser Ser Pro lie Tyr Asp lie Asb Tyr Tyr Thr 

10 15 
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RAW SEQUENCE LISTING DATE: 07/09/2003 

PATENT APPLICATION; US/09/939, 22 6A TIME: 15:53:54 

Input Set : A:\sequencelisting.txt 
Output Set: N:\CRF4\07092003\I939226A.raw 

351 Ser Glu Pro Cys Gin Lys lie Asn Val Lys Gin He Ala Ala Arg Leu 

352 20 25 30 

3 55 Leu Pro Pro Leu Tyr Ser Leu Val Phe He Phe Gly Phe Val Gly Asn 
356 35 40 45 

359 Met Leu Val lie Leu He Leu He Asn Cys Lys Arg Leu Lys Ser Met 

360 50 55 60 

363 Thr Asp He Tyr Leu Leu Asn Leu Ala He Ser Asp Leu Phe Phe Leu 

364 65 70 75 80 

367 Leu Thr Val Pro Phe Trp Ala His Tyr Ala Ala Ala Gin Trp Asp Phe 

368 85 90 95 

371 Gly Asn Thr Met Cys Gin Leu Leu Thr Gly Leu Tyr Phe He Gly Phe 

372 100 105 110 

375 Phe Ser Gly He Phe Phe He He Leu Leu Thr He Asp Arg Tyr Leu 

376 115 120 . 125 

379 Ala Val Val His Ala Val Phe Ala Leu Lys Ala Arg Thr Val Thr Phe 

380 130 135 140 

383 Gly Val Val Thr Ser Val He Thr Trp Val Val Ala Val Phe Ala Ser 

384 145 150 155 160 

387 Leu Pro Gly He lie Phe Thr Arg Ser Gin Lys Glu Gly Leu His Tyr 

388 165 170 175 

391 Thr Cys Ser Ser His Phe Pro Tyr He Lys Asp Ser His Leu Gly Ala 

392 180 185 190 

395 Gly Pro Ala Ala Ala Cys His Gly His Leu Leu Leu Gly Asn Pro Lys 

396 195 200 205 

399 Asn Ser Ala Ser Val Ser Lys 

400 210 215 

403 <210> SEQ ID NO: 7 

404 <211> LENGTH: 360 

405 <212> TYPE: PRT 

406 <213> ORGANISM: Homo sapiens 
409 <220> FEATURE: 

. 410 <221> NAME/KEY; MISC_FEATURE 

411 <222> LOCATION: (325).. (327) 

412 <223> OTHER INFORMATION: Xaa « any amino aoid 
414 <400> SEQUENCE: '7 

416 Met Leu Ser Thr Ser Arg Ser Arg Phe He Arg Asn Thr Asn Glu Ser 

417 15 10 i 5 

420 Gly Glu Glu Val Thr Thr Phe- Phe Asp Tyr Asp Tyr Gly Ala Pro Cys 

421 20 25 30 

424 His Lys Phe Asp Val Lys Gin He Gly Ala Gin Leu Leu Pro Pro Leu 

425 35 40 45 

428 Tyr Ser Leu Val Phe He Phe Gly Phe Val Gly Asn Met Leu Val Val 

429 50 55 60 

432 Leu He Leu He Asn Cys Lys Lys Leu Lys Cys Leu Thr Asp He Tvr 

433 65 70 75 80 

436 Leu Leu Asn Leu Ala He Ser Asp Leu Leu Phe He He Thr Leu Pro 

437 85 90 95 

440 Leu Trp Ala His Ser Ala Ala Asn Glu Trp Val Phe Gly Asn Ala Met 

441 100 105 HO 
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Artificial Sequen 



<210> SEQ ID NO 14 
<211> LENGTH: 27 
<212> TYPE: DNA 
<213> ORGAN IS 

X?2oS\ FEATURE: 

V<223X OTHER INFORMATION: 
<T?H>> SEQUENCE: 14 

tcgaggatcc aagatggatt atcaagt 

<210> SEQ ID NO 15 
<211> LENGTH; 27 

<212> TYPE: DNA^_^ 

a ORGANISM; Artificial Sequence) 
FEATURE; ^ — - 
OTHER INFORMATION; : 
<4 00> SEQUENCE; 15 



ctgatctaga gccatgtgca caactct 



T i Ft, : DNA _^ ^ 

ORGANISM: (gtfficial Sequence J 
VFEATHRR • 



<210> SEQ ID NO 16 
<211> LENGTH: 20 
<212> TYPE: DNA 

^220>\FEATURE: 
\223XOTHER INFORMATION: : 
<400> SEQUENCE: 16 

-cctggctgtc gtccatgctg 

<210> SEQ ID NO 17 ■ 
<211> LENGTH: 27 
<212> TYPE: DNA ^ 



sORGANISM:^tf7icTal Sequence 

e220> BEATURE: — — : 

=223>^OTHER INFORMATION ; : 
<WTJ> SEQUENCE: 17 

ctgatctaga gccatgtgca caactct 
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VSZO 80€ COi XVJ TT * m nni 



CO/TT/60 



r 

i 



HAW SEQUENCE LISTING EHROW crmwuov 

PATENT APPLICATION ^ ° 7 / 09 / 2 °°3 

wwj.vn. US/09/939, 226A TIME: 15:53:55 

Input Set : A:\sequencelisting.txt 
Output Set: N:\CRF4\07092003\I939226A.raw 



I lease Note: 

Cse of n and/or Xaa have been detects ^ „ 

Sequence Listing to ensure that a co^rU^^T* List±n *- review the 

to <223> fields of each seguence w ~ e °s^ aTL^/n £™ <* < > 

S-q*:2; N Pos . 1377,1384,1385 
Siq»:7; Xaa Pos .. 325, 326 , 327 

S. 5 q#:8; Xaa Pos. 231,232,233,333,334 335 ' / r\ 

S,q#:10; Xaa Pos. 145,146,147, Sai^^a \J - 'V 

Vie of <220> F M i-.,^ e(HEW Rnr , BS) , 

or ".unknown-. Please explaS^ource ol aene^ T*? H Sequence" 
section (see -Federal Begister?" 6/ol/lt Si 1?"^ " ° 20> t0 <223> 
(Sec. 1.823 of newKul.es) 6/01/98, Vol. 63, No. 104, pp. 29631-32 ) 



Se}#:14,15,16,17 



JIAAJ) 
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VERIFICATION SUMMARY _ 

PATENT APPLICATION^ US/09/939 , 226a ^ : °£?£™ 3 

Input Set : A:\sequencelisting.txt 
Output Set: N:\CRF4\07092003\I939226fl.raw 

M 341 Repeated !?L£-? — ' *« SE ° ™" pos.:1320 

M 341 Repeated In SeqNo4 *" SE ° ID# : 8 after ^ 

sus !£itL ii^xs nxaa " usea ' for seq id *-° 

Of GANISM: Artificial Sequence miSSin *' <220 > Tag not found for SEQ#:1 4< <213> 

5»SSlSi^i 1 SS a ^ e S tU ™ mlSSing ' <223> ^ n0t S«.:l4. <2X3> 

,L: : | 9 8 4 7 M M ; 2 2 2 5 0 8 el iSS^S^-^^' ^ «Q. Line. :887 * 

0R:3ANISM:Artificial Sequence miSslD 9' < 220 > Tag not found for SEQ. : 15, <213> 

5^lSi?^«iSS a JS:eS tUre miSSin9 ' <223> ^ ^ f - Was, <213> 

ORGANISM: Artificial Sequence mlSSln 9' <220 > Ta 9 not found for SEQ#:1 6/ <213> 

s^Si«";triiSS a sseS ttt ™ missin9 ' <223> ^ ^ ^ < 213 > 

SlsS m; 2 2 20 a; !!e^S I IiS:jS a ^!-- ag ',-r? > BlaDk ^ SE <^^ne.:905 

L,?14 M.258 W: MaSr^Featurf mLsLT ^O^f' ° RGANISM f0r SEQ ID « : " 

ORGANISM: Artificial Sequence mlSS1Dg ' <220> Ta ? not found for SEQ#:17, <213> 

ORG^A^ic^ mlSSin9 ' <223> Ta * "* f °-d for SEQ.. -17, < 213 > 

L:914 M:2 58 W: Mandatory Peatuxe missing, < 223 > Blank for SEQ# : 17 , Line. : 914 
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